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Effect of the whitefly occurrence in Inner Mongolia and Guizhou on
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Abstract Tomato chlorosis virus (ToCV) is extremely destructive to tomato planting in China, and whitefly in-
sects are the main vectors to transmit ToCV. In this study, we investigated the occurrence of Tomato chlorotic vi-
rus disease in Chifeng, Inner Mongolia, and Guiyang, Guizhou province. The disease incidence in Chifeng was
73.3% » and that in Guiyang was 53.3%. Bemisia tabaci Q and Trialeurodes vaporariorum were detected in both
areas, and the proportions of B. tabaci Q and T. vaporariorum in Chifeng were 75.9% and 24.1% . respectively,
while those in Guiyang were 39.8% and 60. 2%, respectively. Then samples of whitefly from two regions were
collected and the characteristics of the virus transmission were investigated in our laboratory. The results showed
that there was no significant difference in the acquisition amount of B. tabaci Q and T. vaporariorum after 48 h of
virus acquisition. However, regardless of 1 or 10 whiteflies, the transmission amount of B. tabaci Q was higher
than that of T. vaporariorum. The results indicated that with the increasing occurrence of B. tabaci Q in recent
years, the spread of Tomato chlorotic virus through B. tabaci Q is worthy of more attention and further study.
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Table 1 Primers information

5|4  Primer J¥51(5'-3")  Sequence YEFl Target
ToCV-1 AAACTGCCTGCATGAAAAGTCTC ToCV PCR
ToCV-2 GGTTTGGATTTTGGTACTACATTCAGT
ToCV-ql ATGGAGAACAGTGCCGTTGC ToCV gPCR
ToCV-q2 TTAGCAACCAGTTATCGATGC

TRIAL COI-1
TRIAL COI-2

GATGCCTCGACGTTATGTTGATT
CTAACAAGTCTCCCAATAGAAGAAACC

= I A S

Actin-F1 CGCTGCCTCCACCTCATT JEAG TN S 2
Actin-R1 ACCGCAAGATTCCATACCC
Actin-F2 GGAAAAGCTTGCCTATGTGG EHHN S
Actin-R2 CCTGCAGCTTCCATACCAAT
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500 bp__
400 bp—
M: 1 500 bp Marker; 1~30: 5% FHE SHiAE i N:BIEEXT AR P: BHAER IR
M: 1 500 bp Marker; 1-30: Tomato samples from Guiyang; N: Negative control; P: Positive control
1 SRFEEAFEMAE RT-PCR K TIZER
Fig. 1 RT-PCR results of tomato samples from Guiyang
M 1
500 bp —|
400 bp—

M: 1 500 bp Marker; 1~30: #RUEEZEHHAFE M N: BT ] P: BT IR
M: 1 500 bp Marker; 1-30: Tomato samples from Chifeng; N: Negative control; P: Positive control

B2 FrIEFMERE RT-PCR &4 R
Fig.2 RT-PCR results of tomato samples from Chifeng

R 2 ToCV ZERPAFIFIEMEMA F R R ER
Table 2 Incidence of ToCV-infected tomato leaves in Guiyang and Chifeng

SRAF i X oI /A4~ RIER /A R/ Y
Sample area Detection quantity Number of infected leaves Disease incidence
T R FHTIFEIR X, Huaxi district, Guiyang city, Guizhou province 30 16 53.3
2 B VA X R Chifeng city, Inner Mongolia autonomous region 30 22 73.3
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Table 3 The rate of two kind of whitefly in Chifeng, Inner Mongolia and Guiyang, Guizhou
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The same lowercase letter indicates that the difference is not

significant (P>0.05, 7 test)
B3 AHHEERL ToCV WEMLRSEXTEE

Fig.3 Comparison of acquisition amount of whiteflies

on ToCV-infected tomato plants
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a: One individual of Trialeurodes vaporariorum vs. one individual of Bemisia tabaci Q; b: 10 individuals of 7. vaporariorum vs.

10 individuals of B. tabaci Q
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Bemisia tabaci Q

Fig. 4 Comparison of transmission amount of ToCV transmitted by different numbers of whiteflies
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