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Isolation and identification of main Fusarium species causing
maize ear rot in Anhui province
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Abstract In order to clarify the major pathogenic Fusarium species of maize ear rot in Anhui province, the sam-
ples were collected from six main maize regions of Hefei, Bengbu, Huaibei, Fuyang, Bozhou and Suzhou in 2017,
and the pathogen was isolated and identified by single spore isolation, morphological and molecular identification.
Among the 455 isolates of Fusarium , the isolation frequencies of Fusarium verticillioides, F. graminearum species
complex, F. proliferatum , F. oxysporum and F.culmorum were 59.13%, 21.28%, 13.68%, 5.12% and 0.79%,,

respectively. The results showed that F. verticillioides was the most widely distributed and was the main pathogen-
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ic Fusarium species in Anhui province.
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Table 1 Specific primer pairs for Fusarium species

HRALTE 519 FI751(5'-3") PRI B/bp BJGREE/C 30k
Fusarium species Primer Primer sequence Product size Tm Reference

HieAtl )& Its F AACTCCCAAACCCCTGTGAACATA 431 53 [9]
Fusarium spp. Its R TTTAACGGCGTGGCCGC
EDLY ST 2o VER1 CTTCCTGCGATGTTTCTCC 578 56 [10]
F. verticillioides VER2 AATTGGCCATTGGTATTATATATCTA
RABILE AFh Fgl6NF ACAGATGACAAGATTCAGGCACA 250 57 [12]
F. graminearum species complex ~ Fgl6NR TTCTTTGACATCTGTTCAACCCA
=L i) PRO1 CTTTCCGCCAAGTTTCTTC 585 56 [10]
F. proli feratum PRO2 TGTCAGTAACTCGACGTTGTTG
L ) FoF1 ACATACCACTTGTTGCCTCG 340 58 [11]
F. oxysporum FoR1 CGCCAATCAATTTGAGGAACG
AR FcOlF ATGGTGAACTCGTCCTGGC 570 59 [12]
F. culmorum FcO1R CCCTTCTTACGCCAATCTCG
It AR R T 1o TEF-1oF ATGGGTAAGGAGGACAAGAC 700 55 [13]
TEF-1a TEF-1aR GGAAGTACCAGTGATCATGTT

a~b: JZ HHHL; o~ d: M%&%?ﬂ e RAMRAE GFh; f~g: JRAUHRAL h: 3Rl

a-b: F. proliferatum; c-d: F. verticillioides; e: F. graminearum species complex; f-g: F. oxysporum; h: F. culmorum

B 1 \AaEmaTEE(X200)
Fig. 1 Spore morphology of Fusarium species( X200)
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a: Fusarium spp.; b: F. verticillioides; c: F. oxysporum; d: F. culmorum; e: F. graminearum species complex; f: F. proliferatum
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Fig. 2 Molecular identification of Fusarium species by PCR amplification

R2 REUATEAHREXBEERAEND BIRE

Table 2 Isolation frequencies of Fusarium species in Anhui province

AR KA At A Fh JZ £ I A1 B (A iR
b [X F. verticillioides  F. graminearum species complex  F. proli feratum F. oxysporum F. culmorum HRRE
Region PREL G Bsiie/ 6 AR G3 BT V4 PREC AMBSHRER/ Y MREL AhEISRR/ Y MM svEsize/Y Total
No. Frequency  No. Frequency No. Frequency No. Frequency No. Frequency
A8 Hefei 41 51. 25 14 17. 50 12 15. 00 9 11. 25 4 5. 00 80
35 Bengbu 37 45. 68 12 14. 81 20 24. 69 12 14. 81 0 0. 00 81
Wit Huaibei 32 43. 24 14 18.92 26 35. 14 2 2.70 0 0. 00 74
EJH Fuyang 50 78.13 14 21. 88 0 0. 00 0 0. 00 0 0. 00 64
Z M Bozhou 61 74. 39 19 23.17 2 2.44 0 0. 00 0 0. 00 82
fE M Suzhou 48 64. 86 24 32.42 2 2.70 0 0. 00 0 0. 00 74
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