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Evaluation of resistance against fall armyworm. Spodoptera frugiperda
(J.E.Smith) among diverse Zea mays cultivars and its
application prospect in pest management

ZHOU Shaoqun

(Agricultural Genomics Institute at Shenzhen , Chinese Academy of Agricultural
Sciences, Shenzhen 518120, China)

Abstract Fall armyworm, Spodoptera frugiperda (J. E. Smith), is a newly invaded agricultural pest in China.
Since its invasion in January 2019, it has proven a significant threat to production of maize and other major crops
in the country. As fall armyworm will likely hinder as a perennial agricultural pest in China, evaluation of diverse
maize cultivars for their resistance level to unearth potential resistant genotypes has become critical for breeding
resistance into elite hybrids. Since both fall armyworm and maize originated from tropical and subtropical Ameri-
ca, the majority of fall armyworm resistance tests in maize were done in this area. This review summarized recent
results from these tests, and briefly introduced research progress on fall armyworm resistance mechanisms in
maize. Integrating learnings from the broader maize insect-resistance literature and current status of maize genetic
diversity study in China, a multi-omics analyses-based approach has been suggested to efficiently pinpoint resist-
ance-related genetic loci or genes for improvement of fall armyworm resistance in elite maize hybrids.
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