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Development of nested PCR assay for detection of Canna yellow mottle virus
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Abstract Two pairs of specific primers were designed and synthesized based on the published nucleotide sequence
of Canna yellow mottle virus (CaYMV), and then the detection method of nested PCR was established using the
total DNA as template, which was extracted from infected canna from Taiwan. The results showed that the nested
PCR assay had high specificity and sensitivity. The sensitivity of the nested-PCR assay was higher than that of
conventional PCR by 1 000 times. The nested PCR assay established in this study is a rapid, accurate and sensitive
detection method for CaYMV, and can be used for rapid detection of CaYMV.
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Fig. 1 PCR amplification of Canna yellow mottle virus
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