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Abstract Quantitative RT-PCR was employed to analyze the expression pattern of EPSPS gene in different tissues
of the field bindweed Convolvulus arvensis at different leaf stages and the effect of glyphosate on the EPSPS gene
expression. The results showed that the expression of EPSPS in leaves was higher than in roots and stems. The
highest EPSPS expression level was observed at 9-leaf stage, 1.5 times as that at 3-leaf stage. After glyphosate
treatment, EPSPS expression level increased first and then decreased, and the peak induction was detected at 24 h
after glyphosate application. The EPSPS expression level was enhanced with increasing glyphosate dose. The re-

sults provide a reference for illuminating the mechanism of glyphosate tolerance in field bindweed.
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