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Abstract A grape disease which caused brown necrosis of the spike-stalk and fruit shrinkage was observed on
‘Summer Black’ grape along the Tianshan Mountains in Northern Xinjiang in 2015. The disease incidence in some
orchards reached 100% , reducing yields by 30% —50% . One hundred and four Alternaria spp. were isolated from
discased tissues to determine the causal agent of the disease. Ten representative isolates were selected for morpho-
logical observation, pathogenicity tests, comparison of internal transcribed spacer regions 1 and 4, and histone 3
nucleotide sequences. The results showed that A. tenuissima and A. alternata were the causal pathogens of spike-
stalk brown spot in grape. This was different from previous reports from other regions of China.
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a: Symptoms of a severely diseased rachis in the field; b: Symptoms of some diseased spikelets
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Fig. 1 Symptoms of grape Alternaria rot in field
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Fig.2 Colonies, conidia and mode of production of Alternaria tenuissima (a, ¢, e) and A, alternata(b, d, f)
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a: A. tenuissima inoculation; b: A. alternata inoculation; c: Sterile water inoculation
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Fig. 3 Disease occurrence on the grape rachis after inoculation
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Fig. 4 PCR amplification products of the ITS (a) and the partial coding sequence of
histone 3 gene (b) of the pathogens
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Fig. 5 Phylogenetic tree of 10 isolates based on rDNA-ITS sequences of Alternaria spp.
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