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Identification and cultural characterization of Diploéspora longispora
associated with pileus rot disease on cultivated morel
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Abstract Pileus rot disease widely occurs and often causes serious yield losses of cultivated morel. In order to
identify the pathogen of pileus rot disecase, nine strains were obtained by single-spore isolation in three cultivation
sites of Liupanshui city. Based on morphological characteristics and I'TS and LSU sequence analysis, the nine
strains were identified as the same species. Diplodspora longispora. Cultural characterization showed that PCA
was the optimal medium for colony growth, the optimal nitrogen sources were peptone, ammonium nitrate, and
the optimal carbon sources were glucose and maltose. The best temperature and initial pH ranges for spore

germination and mycelial growth were 15—25C and 6— 10, respectively. When the temperature exceeded 30C ,

the mycelium stopped growing and the spores failed to germinate.
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Table 1 Sampling locations and relevant informations of morel pileus rot disease
AR L5 SRS RGN RAERE /e GBS bR Sy H/4F-H-H
Sampling site  Longitude and latitude Morchella species Incidence Sampling size Isolate Strain isolation date
M201800001
JilA o Nl Al e
b h%q;m 'Z;iﬂﬂ%h 12%445101205 y f’%%ﬂiﬁt 7.382. 52 5 M201800004 2018 - 04 - 04
ahebao, Zhongshan orchella importuna M201800002-1
M20190301
o N 000l N N
. {ﬁ*ﬁ*ffﬂﬂ 21252?'323';:1 ﬁ%fﬂf% 10. 7342. 02 7 M20190302 2019-03-13
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Guobuga, Shuichen, 26°15'10"N AN 5
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PLAR 4% (neighbor-joining, NI #4 # R 48 & &
B BARR 1) 53 2 A0
1.4 HEHRBURMEEE

YRUHT i | ft S5 TG 458 4 1 9_ TBL=F i T Morchella
conica TS, 75 %0 £ FEWE 5 T w6 Ie - TG R K 5%
B2 WP 3 UK TCTA IR K 4RI T /K B Tl BT R L
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FH 6 mm FT LA TR TR 20 5 3 O S S 40 T
PDA g e, 343 31 & F 0.5.10,15,20,25.30°C
135 CAE 8 AR EE AR, 10 d 5 & I V& HA% .
FH 1 mol/L ) NaOH & HCL 435875 PDA R 55 5L
pH % 4.5.6.7.8.9.10,11,12 F1 13 45 10 .
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BTE 8% BT, K /AMNL K (6 ~7.5) pm X (4.0 ~  FEFIERE M (DNA-TTS-LSU FEH 5505081 4 9 4~
5.0) pm, SR AR EZE SAE R Hig BR L SE N Diploospora longispora Matsushima T.
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a~c: Nk (a~b) FIBEAR (o) P36 T AR IR d: TARTEPDA R TEZS: e BIRR S BEAR - IR I B 3R R0, g 4 AR FFRE AN 43 2 7
+F; hek: Z3 Ao ARR=10 um

a-c: Symptoms of pileus rot disease on M. sextelata (a-b) and M. importuna (c); d: Strain colony on PDA; e: The strain is confronted with M. importuna;
f-g: Conidiophore and conidia; h-k: Conidia. Scale bar=10 um
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Fig. 1 Symptoms of pileus rot disease and morphological characteristics of Diplodspora longispora
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" | Paecilomyces niphetodes CBS 364.76 (AY 624192, JF415989)

0.002
—
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The ITS and LSU sequence accession no. or genome accession no. of the strains are indicated in brackets.
“-” indicates that the strain lacks LSU sequence in the GenBank database

B2 AMRRGEREBEXE/RET rDNA-ITS-LSU FIIHAZEH N RELFH
Fig. 2 Phylogenetic tree of the strains obtained in the present study and some related species based on rDNA-ITS-LSU sequences
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Fig. 3 Pathogenicity test of Diplodspora longispora

on morel sporophore
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Fig. 4 Effects of different temperatures and pH on mycelial growth and conidial germination of Diploéspora longispora
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Fig. 5 Effects of different carbon sources, nitrogen sources and mediums on mycelial growth of Diplodspora longispora
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