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Genetic analysis of adult-plant resistance genes to stripe rust in
two spring wheat lines ‘MY 002894’ and ‘YJ006793’

FANG Shiyu, LI Qiurong, HOU Lu", FENG Jiwei, SHI Yi, TAN Ruobing. CHONG Yu, WEI Youhai

(Qinghai Academy of Agriculture and Forestry Sciences , Qinghai University, Key Laboratory of
Agricultural Integrated Pest Management , Qinghai Province , Xining 810016, China)

Abstract Spring wheat lines ‘MY002894” and YJ006793” possess adult-plant resistance to stripe rust. In order to
promote their effective utilization, genetic analysis of adult-plant resistance genes to stripe rust in these two spring
wheat lines were carried out in this study. Disease resistance phenotype of the two F,.; generation segregated
population, which were constructed by crossing ‘MY002894’ with susceptible cultivars ‘ Taichung 29’ (T29) and
“YJ006793”, separately, were identified in two years at the natural disease nursery of Plant Protection Institute,
Qinghai Academy of Agricultural and Forestry Sciences. Genetic analysis showed that chi-square test result of
‘MY002894” and ‘T29’ F..; hybrid population met the separation ratio of 7R:9S,indicating that ‘MY002894”
contained two pairs of recessive resistance genes acting independently to stripe rust. The chi-square test of
‘MY002894” and “YJ006793” F..; population conformed to separation ratio by 55R:9S, indicating that resistance of
‘MY002894” and ‘YJ006793” F..; hybrid populations to stripe rust were controlled by one pair of dominant genes
and two pairs of recessive genes. independently. Since *MY002894’ has two pairs of recessive adult-plant

resistance genes to stripe rust. we can speculate that ‘ YJ006793” may contain one pair of dominant adult-plant
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D IT: e DS: e HE B,

IT: Infection type; DS: Disease severity.
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Table 2 Results of genetic analysis of stripe rust resistance in‘MY002894’ /‘ Taichung 29’ (T29)F;.; population
FEAMBAEH A R/ Bk .
ety i T BB et P
Parental and cross . . Number of plants - )
L. Generation Ratio (R:S) X~ value P value
combination R S
MY002894 Py 8 0
T29 P 0 7
MY002894/T29 Fy 57 95 7:9 2.17 0.12
MY002894/T29 F; 55 94 7:9 2. 56 0. 09

D R: $ijis S: B T,

R: Resistant; S; Susceptible. The same applies below.
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Table 3 Results of genetic analysis of stripe rust resistance in‘MY002894° /YJ006793’ F;.; population
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