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Research progress in coleus viroids
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Abstract Coleus (Coleus blumei) is an ornamental plant grown worldwide and can be infected by several viroids
in the genus Coleviroid, family Pospiviroidae. Up to now, six viroids that infect coleus have been reported:
Coleus blumei viroid-1 to Coleus blumei viroid-6 (CbVd-1—CbVd-6). They share a common central conserved
region (CCR). Moreover, intermolecular recombination is common among them, and existence of chimeras
provides an ideal experimental material for the study of RNA recombination in viroids. In this paper, the
taxonomy, molecular characteristics, detection methods and the interactions between hosts and coleus viroids were
reviewed. Furthermore, the focal and difficult problems in coleus viroids were prospected.
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Table 1 Genome sizes and distribution of coleus viroids
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