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Research progresses in the pathogen and control of peach bacterial shot hole
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Abstract Peach bacterial shot hole caused by Xanthomonas arboricola pv. pruni (Xap) is a bacterial disease of

peach. In this review, the current research progresses in the distribution, nomenclature, genetic diversity, patho-
genic mechanism and control techniques of Xap were summarized. Different methods for managing peach bacteri-

al shot hole were highlighted, so as to provide new control ideas, improve the level of control, thus to keep safe

production of peach fruits.
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2l AT DNA-DNA Z& 52 W58 H B 440 Xan-
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KR RITA FAS ] 895 35 28 A A AE K 2= 4
PRI, 32 B AT R AN R Z2 W TR G ) s TEAE YY)
AR ], H T R S TR AR 1 B AR S
R R B 0 H A AT VAR B P BRI A DL R R
AR A AR | R R R S ol T 1% i) o) R0 P o R B AT
YR ZE BN R AN [A] « A2 A = 1A, T8 25 1Y)
SRR Cut YR EEAN N I 0. 40~0. 50 g/Ls
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MRS R, MR FZ WA AR, —24:
Wyl AR % 38 B Hz 3 5 A b 2% 25 R B IR 1 8K
F 300 s AR B R AT PR R 600 5T 2 Y0 K
TR ZR K 500 55 1300 mg/L + 8 RiE - .

8% T R 5 £ /KF 2 000~3 000 f5IKE 0. 3% MU
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