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Identification of pathogen causing dieback on Ternstroemia gymnanthera
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Abstract Dieback is a widespread disease on Ternstroemia gymnanthera in Shanghai. Isolate 2017SHTg was
proved as causal pathogen through isolation and pathogenicity test. Morphological characters of 2017SHTg were in
agreement with Neofusicoccum parvum. Sequence analysis on rDNA-ITS and EF-1q of 2017SHTg showed 99%
and 100% similarity to that of N. parvum, and phylogenetic analysis also showed 2017SHTg is attributed to the
same branch with N. parvum in phylogenetic tree. These results showed that the causal pathogen causing dieback
on T.gymnanthera in Shanghai is N. parvum .
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Fig. 1 Symptom of dieback on Ternstroemia gymnanthera
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