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Abstract The inoculum of plant pathogens is an important factor related with disease epidemics. Precise quantifi-
cation of inoculum greatly help the prediction of diseases. This review summarized the applications of real-time
quantitative PCR (qPCR) and digital PCR in the quantification of plant pathogens. The use of real-time reverse-
transcriptase PCR and the combination of viability dyes and qPCR in viability detection of plant pathogens were

also reviewed. The future perspectives of molecular quantitative detection of the pathogens in plant disease epi-

Plant Protection

demics were discussed.
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