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Identification and biological characteristics of the pathogen
causing macadamia fruit brown rot

JIANG Guizhi, HE Shuangling, YUE Hai, TAO Liang”, HE Xiyong"
(Yunnan Institute of Tropical Crops, Jinghong 666100, China)

Abstract The pathogen causing macadamia nut brown spot disease in Jinghong, Yunnan province was isolated and
identified and their biological characteristics were studied. The pathogen was identified as Calonectria pentasepta-
ta by pathogenicity test, morphology and molecular biology. The study of biological characteristics showed that
the suitable temperature for mycelium growth was 25—30C , and the suitable temperature for spore germination
was 20—25C . The light condition had no obvious effect on mycelium growth. Ultraviolet light had significant
effect on conidial germination. Different sugars could promote conidial germination.
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a: Colony morphology; b: Large conidial stalk; c¢: Sphaeropedunculate vesicles; d: Conidiogenous apparatus; e: The mode of conidial growth; f: Macroconidia
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Fig. 2 Morphological characteristics of 0J20180629
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Fig. 3 Phylogenetic relationships of the pathogenic fungus 0J20180629 and other relative
species based on ITS-TEF1-TUB2 sequences
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Table 2 Effects of temperature on spore germination
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Data in the table are mean+ SD. Different capital letters indi-

cate significant difference at 0. 01 level. The same below.
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Table 3 Effects of illumination on mycelial growth

of strain 0J20180629
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Table 4 Effects of ultraviolet light on spore germination

of strain 0J20180629
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Table 5 Effects of 1% sugar solution on spore germination of

strain 0J20180629
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