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Isolation and identification of pathogens causing stored maize
kernel rot in Liaocheng
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Abstract In order to clarify the pathogens of maize kernel rot during storage in Liaocheng city, the fungi in 54
samples were isolated and identified by a combination of morphological and molecular methods. The results
showed that the dominant fungus was Fusarium verticillioides , followed by Trichoderma harzianum species complex
(THSC), which were isolated by 31.48% and 24.07% , respectively. The isolation frequencies of other fungi such
as F. graminearum species complex, F. proliferatum, T. asperellum , Aspergillus niger, A. flavus, Penicillium
oxalicum and Rhizoctonia zeae were 9.26%, 1.85% ., 1.85% . 5.56%, 5.56% ., 14.81% and 3.70% ., respective-
ly. Phylogenetic analysis based on the EF-1a sequences of 11 THSC isolate showed that all isolates in this region
were T. afroharzianum . Pathogenicity test revealed that T. afroharzianum was the pathogen of maize ear rot and
had some negative effect on corn yield.
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Table 1 Isolation rates of pathogens in different areas of Liaocheng, Shandong
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The numbers in brackets following the region represent the sample numbers at this location.
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Fig. 1 Phylogenetic tree of Trichoderma harzianum species complex constructed based on EF-1a gene partial sequences
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Fig. 2 Symptoms on maize ear inoculated by

Trichoderma a froharzianum isolate
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