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Identification of the pathogen causing branch blight of Ilex asprella
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Abstract The pathogen causing branch blight of Ilex asprella was identified by Koch’s postulates, morphological
characteristics and phylogeny analysis of rDNA internal transcribed spacer (ITS). The results showed that the
pathogenic isolate Gangmei 2 from diseased I. asprella samples from Meizhou, Guangdong province was similar to
Pestalotiopsis fungus in morphological characteristics. The isolate Gangmei 2 was in the same clade with Pestaloti-

opsis microspora by construction of phylogenetic tree between the isolate and the related isolates from GenBank.

Therefore, the pathogen that causing branch blight of I. asprella was preliminarily identified as P. microspora .
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Fig. 1 Symptoms of the branch blight of Ilex asprella in field and after inoculation
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Fig. 2 Morphological characteristics of the isolate Gangmei 2 isolated from Ilex asprella branch
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Fig. 3 Phylogenetic tree of the isolate Gangmei 2 from Ilex asprella and related species based on sequences of ITS
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