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Identification of the pathogens of mulberry powdery mildew in Nanning
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Abstract Powdery mildew is an important discase on mulberry, which is divided into mulberry powdery mildew
on leaf back and mulberry powdery mildew on leaf surface. Based on morphological characteristic and the nucleo-
tide sequences of ITS and D1/D2, it was confirmed that the pathogen causing powdery mildew on the leaf back

was Phyllactinia moricola , and the pathogen causing powdery mildew on the leaf surface of mulberry was Erysiphe

Plant Protection

mori . Uncinula mori is the synonym of Erysiphe mori.
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a: Round and white powder spot on leaf back; b: Yellow lesion on leaf surface; c¢: Powder spot covering leaf back; d: Small black particles-cleistothecia
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Fig.1 Symptoms of mulberry powdery mildew on leaf back in the field
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a: White powder spot on leaf surface; b: White in the center of the powder spot and black at the edges; c: Small black particles-cleistotheci
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Fig. 2 Symptoms of mulberry powdery mildew on leaf surface in the field
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a: Conidium; b: Single conidium on the top of hypha; c: Two circular septa between hypha and conidium; d-e: Paired appressoria on the hypha; f-g:
Single appressorium on the hypha
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Fig.3 Morphology of mycelia, conidia and appressoria of the pathogen causing mulberry powdery mildew on leaf back
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a: Cleistothecium with needle-like appendages (the base of appendages are swollen into spherical); b: Cleistothecium releasing asci; c¢: Asci; d: Ascospores
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Fig. 4 Morphology of cleistothecium and ascospores of pathogen of mulberry powdery mildew on leaf back
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a: Conidiophores; b: Single conidium on the top of conidiophore; c: Appressoria; d: Conidium
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Fig. 5 Morphology of conidiophores and conidia of the pathogen causing mulberry powdery mildew on leaf surface

PR UE , BAE O, BRIE SR BRIE , A2 75~ (50~80) umX (35~60) pm, T 3~5 4, b
120 pm, BtJ@22 8~22 i, KENA R HAEN L~ R, AR H A, KN R (20 ~40) pm X (12~
L5435 T A IR 25 il ER L D8 RS, 19 pm (&l 6), X EEHHIE S Meeboon 257 iR 1 5%

Bk, TR 3~4 A IR SR RIE. KN BRI Erysiphe mori (RS FAE—2,

b
> Loy~

a: I3EE; be WHE 22T il o 74 d: 7R
a: Cleistothecium;b: Appendages with bent top; c: Asci; d: Ascospores

EH6 RERAMRENAETMFERT
Fig. 6 Morphology of cleistothecium and ascospores of the pathogen causing mulberry powdery mildew on leaf surface
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Fig. 7 Electrophoretogram of the PCR products of the
ITS region of the pathogen causing mulberry

powdery mildew on leaf back
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Fig. 8 Electrophoretogram of the PCR products of the ITS
region of the pathogen causing mulberry powdery

mildew on leaf surface

2.5.2 ZkH¥ETE 28S rRNA D1/D2 K # PCR
FE A3 BT P A
D1/D2 5%t 3 H 536 Uy B 10 P 94K
S 591 bp(& 9), 433 BLAST 23t 5% M E E.
mori(1.C028994. D [[RIVEME R 9926, B 35N 98%.,

M P

750 bp —»|

500 bp —>|

9 RFTEME 28S rRNA D1/D2 X5 PCR =4 Rk E
Fig. 9 Electrophoretogram of the PCR products of the
28S rRNA D1/D2 region of the pathogen causing

mulberry powdery mildew on leaf surface
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