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Abstract The gene-for-gene hypothesis elucidates the recognition and interaction between avirulence gene (Avr
gene) of pathogens and resistance gene (R gene) of hosts. Avr protein of the cereal powdery mildew pathogens,
as important elicitors inducing defense reaction in plant cells, can interact specifically with the cognate R proteins
of their hosts. To further understand the roles played by these Avr genes, we summarized the recent progress in
Avr genes like AVRal, AVRal0, AVRal3, AVRk1, AvrPm2 and AvrPm3°*/*. The dual function of these aviru-
lence genes acting as effectors or elicitors, their variation in virulent isolates, the interaction models between them
and their cognate R genes, as well as their association with repetitive sequences such as transposons were dis-
cussed. Better methodologies used for Avr gene studies and future research focus were also suggested.
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