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Isolation and identification of three main leaf pathogens on
tree peony in Luoyang
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Abstract In order to identify the symptoms and pathogens of the main leaf diseases of tree peony, infected leaves
were collected from four tree peony-growing regions in Luoyang in 2016. The pathogenic isolates were obtained
and purified by tissue isolation method. The pathogenicity was proved by the Koch’s rule. The pathogenic isolates
were identified based on morphological characteristics and gene sequencing analysis. The results showed that the
main leaf diseases on tree peony were red spot, anthracnose and leaf spot. The pathogens of three leaf discases

were identified as Cladosporium sp. ., Colletotrichum gloeosporioides and Alternaria alternata. This research pro-

vides theoretical basis for rapid diagnosis and control of tree peony diseases.
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a-b: Symptoms of tree peony red spot in the field; c-d: Symptoms after inoculating red spot pathogen; e-f: Symptoms of tree peony anthracnose in the field; g-h:
Symptoms after inoculating anthracnose pathogen; i-j: Symptoms of tree peony leaf spot in the field; k-1: Symptoms after inoculating leaf spot pathogen
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Fig. 1 Symptoms of tree peony leaf disease and results of pathogenicity
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a-b: Colonies of red spot pathogen; c-d: Conidiophores and conidia of red spot pathogen; e-f: Colonies of anthracnose pathogen; g-h: Mycelia and conidia
of anthracnose pathogen; i-j: Colonies of leaf spot pathogen; k-1: Mycelia and conidia of leaf spot pathogen
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Fig. 2 Morphological characteristics of colonies, mycelia and conidia of the pathogenic fungi causing tree peony diseases
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Fig. 3 Phylogenetic relationship of tree peony pathogenic fungi based on ITS gene homology
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