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Abstract  ‘ Yingzuimitao’ is a characteristic peach cultivar in Guangdong Province, and Lianping is the largest
county in planting area. However. since 2008, the development of ‘Yingzuimitao” industry in Lianping has been
seriously affected by peach tree gummosis, a destructive disease. Through pathogen isolation and pathogenicity test,
combining morphological identification with molecular identification based on rDNA-ITS, [-tubulin and TEF1-a gene se-

quence analysis, the pathogen was identified as Fusicoccum aesculi, the anamorph of Botryosphaeria dothidea .
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a: Sunken brown lesions on limb; b: Symptom of limb with gum; ¢: Symptom of dead limb affected by peach tree gummosis;
d: Symptom on twigs inoculated by isolate LPPG0801 6 days after wound inoculation
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Fig. 1 Symptoms of ‘Yingzuimitao’ peach tree gummosis and pathogenicity test of isolate LPPG0801
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a-b: 4-day-old colony of isolate LPPGO0801 on PSA (a, front; b, reverse); c-d: Vertical section through conidiomata on the host

substrate; e: Conidiogenous cells and developing conidia; f: Conidia
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Fig. 2 Colonies and morphological characteristics of the pathogen causing ‘Yingzuimitao’ peach tree gummosis
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Bootstrap values (>50%) are shown above the nodes. The tree is rooted to the outgroup Macrophomina phaseolina.

The ex-type/ex-epitype isolates are marked in bold
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Fig. 3 The NJ phylogenetic tree obtained from the combined rDNA-ITS, TEF1-a and f-tubulin gene sequence data
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