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Abstract The strain GZMS-28 with strong pathogenicity was isolated from Diaphorina citri and its pathogenicity
against D. citri was examined. Its rDNA ITS gene sequence was also analyzed. D. citri adults were treated by co-
nidial suspension at the concentration of 1.0X10° spores/mL, and the corrected mortality rate was 95.7% after 7
days. The results showed that the strain has a strong pathogenicity against D. citri. The study found that the mor-
phological characteristics of the strain were consistent with that of Beauveria bassiana . The sequence alignment re-
sult showed that the strain GZMS-28 shared 99% homology with the sequences retrieved from GenBank (acc. nos.
JX122736, JQ320365, GU565572 and AY531972). According to the morphological characteristics and rDNA ITS
sequence analysis, the strain GZMS-28 was identified as B. bassiana .
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Table 1 Virulence test of Beauveria bassiana with different spore concentrations against Diaphorina citri

filFHRBEE /A~ « mL! VA Ey MR FRE )
. .. . . LTs0/d LTg/ d ) -
Concentration Toxicity regression equation Correlation coefficient
1. 0X10* Y=2.541 04+2. 455 34X 10. 03 33.37 0.996 5
1. 0X10° Y=2.923 84+2. 287 26X 8.09 29. 38 0.987 0
1. 0X 108 Y=3.171 56+2. 443 40X 5. 60 18.74 0.999 2
1. 0X 107 Y=3.382 31+2.616 13X 4.15 12.83 0.998 1
1.0X108 Y=3. 408 85+3. 973 93X 2.51 5.28 0.999 5
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Table 2 Virulence test of Beauveria bassiana at different incubation times against Diaphorina citri
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a: Citrus psyllid adult infected by the strain GZMS-28; b: Citrus psyllid nymph infected by the strain GZMS-28
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Fig. 1 The strain GZMS-28 infecting citrus psyllid nymph and adult
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a: Conidiophore; b: Conidia
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Fig. 2 Morphological characteristics of the strain GZMS-28 under an optical microscope(400X )
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Fig. 3 Phylogenetic tree of GZMS-28 isolate and other Beauveria bassiana based on rDNA ITS sequences
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