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Applications of fungal chitinase in the fungal disease-resistant plants
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Abstract Chitinase, which can degrade most fungal cell walls, prevent or interrupt the fungal infection, coloniza-
tion and expansion in plants, has attracted a lot attention in fungi disease resistance. In this paper, we reviewed
the characteristics of chitinase originated from fungi, the inhibition mechanism to fungi, the resistance evaluation

of the transgenic plants, the application of chitinase-producing strains and related products in the biological con-

trol, and prospects for the development in the future.
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