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Pathogen identification and bactericide screening of pepper bacterial leaf spot
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Abstract In 2012 — 2015, a serious pepper bacterial leaf spot disease occurred in the main producing areas of
Hainan Province. A bacterial strain was isolated from the diseased pepper leaves, and identified as Xanthomonas
campestris pv. vesicatoria by pathogenicity test, Koch’s postulates and molecular identification. Toxicities of 8
kinds of bactericide were tested by plate confrontation method. The results showed that 6 agents have antibacterial
effects, and 72% streptomycin WP was most effective, and followed by 47% kasugamycin ¢ copper oxychloride
WP, while 2% kasugamycin AS and 20% thiodiazole copper SC have no inhibitory action. Antibacterial activity

differed significantly between the different agents, and the same agents with different formulation also had differ-

ent antibacterial effects.
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5%#k Xanthomonas fuscans subsp. fuscans(Gen-
Bank: FO681494. 1) , Xanthomonas axonopodis pv.
citrumelo(GenBank: CP002914. 1) 1 Xanthomonas
campestris pv. vesicatoria (GenBank: AMO03995 2.
DY 16S rRNA AR 8 100% , 5 Xanthomonas
citri subsp. citri (GenBank: CP008989. 1) i 16S
rRNAAHRIPE R 990, RA L1/L2 5199 1 5145
3| 578 bp K/ B il A e A B S
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WA L » e 2 K T2 T ok S5 5 Ay BB i S B R T R
FRORE 5598 UK 722 ( Xanthomonas campestris pv.
vesicatoria, XCV)
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46 Y S A T B 17 7. 53. 8% A E A AR K 43 Bk
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a: Symptoms at 7 d after inoculation; b: Symptoms at 25 d after inoculation; c: Blank control
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Fig. 2 Pathogenicity test of pepper bacterial leaf spot

F1 SHAFNHEMAEEMHBFENENEN
Table 1 Toxicity of 8 kinds of bactericides to pepper bacterial leaf spot disease

Fig. 1 Colony morphology of the pathogen on LB medium
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%%UZ% Dilution me - L . Diameter of Toxicity regression Determination ~ ECsp/mg « L™!
Bactericide . Content of active . . -
times components inhibition zone equation coefficient
500 2 000 1. 24
146 %S L5 DF 1000 1000 0.85
46% Copper 1 500 667 0. 64 y=2.271 3z—1. 893 3 0.922 1 1 083. 93
hydroxide DF 2 000 500 0.53
2 500 400 0. 45
500 2 000 0. 96
53. 8 U A A AL WG 700 1429 0. 81
53. 8% Copper 900 1111 0.73 y=2.136 4x—1.761 4 0.937 2 1 462. 18
hydroxide WG 1100 909 0. 60
1 300 769 0.52
500 2 000 2.01
729 PR T 1000 1000 1.75
= WP 1 500 667 1. 20 y=1.434 0x + 1. 258 9 0. 853 2 406. 44
72% Streptomycin WP 2 000 500 0. 92
2 500 400 0. 69
500 2 000 2. 30
VTN HEH « 4] WP 700 1429 1. 96
47% Kasugamycin * 900 1111 1. 43 y=1.955 4x—0. 428 7 0.942 0 597. 04
copper oxychloride WP 1100 909 1.15
1 300 769 0. 86
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" B RSy E i/ e \ "
—— mRefee T WEREEG e HHEATE RERKERD)
= Dilution . 3 . Diameter of Toxicity regression Determination ECso/mg « L1
Bactericide . Content of active g . ..
times inhibition zone equation coefficient
components
300 3 333 0. 50
DU EEEE AS 500 2 000 0. 46
(EER=
700 1429 0.42
2% Kasugamycin AS
900 1111 0. 40
1 100 909 0. 40
300 3 338 1. 89
Ny 400 2 500 1.62
2% IO( R " WP 500 2 000 1.03 y=2.982 5x—4. 604 6 0.944 6 1 660. 73
0 asugamycin
& 600 1667 0.75
700 1429 0. 69
500 2 000 0. 75
30% - Bkl ME 600 1667 0. 60
30% Cuppric nonyl 700 1429 0. 45 y=7.566 2x—19.978 0 0.977 1 2 004. 47
phenolsulfonate ME 800 1 250 0. 43
900 1111 0. 41
400 2 500 0. 47
2094 BEEHA SC 500 2000 0. 41
20% Thiodiazole- 600 1667 0. 40 = = =
copper SC 700 1429 0. 40
800 1 250 0. 40
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