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Advances in rapid identification methods for the quarantined fruit flies
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Abstract The fast identification methods are developed to shorten the time for identification of the quarantined
fruit flies. This review describes the development of the fast identification methods, including electrophoresis,
restriction fragment length polymorphism (RFLP), random amplified polymorphic DNA (RAPD) and nucleic

acid sequences analysis for the quarantined fruit fly. These methods were compared and the suitable molecular

markers are offered to provide basic ideas for rapid identification of the quarantined fruit flies.
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